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3 <110> APPLICANT: BRILES et al. 

5 <120> TITLE OF INVENTION: PNEUMOCOCCAL SURFACE PROTEIN C (PSPC), EPITOPIC REGIONS 
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8 <130> FILE REFERENCE: 454312-3140 

10 <140> CURRENT APPLICATION NUMBER: 09/298, 523B 
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15 <170> SOFTWARE: Patentln Ver . 2.1 

17 <210> SEQ ID NO: 1 
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Streptococcus pneumoniae 
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<210> SEQ ID NO 


: 2 
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<211> LENGTH : 707 ' 
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<212> TYPE: 


PRT 
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<213> ORGANISM: 


Streptococcus pneumoniae 
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294 Pro Glu Thr 

295 705 

298 <210> SEQ ID NO : 3 

299 <211> LENGTH: 711 

300 <212> TYPE : PRT 

301 <213> ORGANISM: Streptococcus pneumoniae 

303 <400> SEQUENCE: 3 

304 Met Phe Ala Ser Lys Ser Glu Arg Lys Val His Tyr Ser lie Arg Lys 

305 15 10 15 

307 Phe Ser He Gly Val Ala Ser Val Val Val Ala Ser Leu Val Met Gly 

308 20 25 30 

310 Ser Val Val His Ala Thr Glu Asn Glu Gly He Thr Gin Val Ala Thr 

311 35 40 45 

313 Ser Tyr Asn Lys Ala Asn Glu Ser Gin Thr Glu His Arg Lys Ala Ala 

314 50 55 60 

316 Lys Gin Val Asp Glu Asp He Lys Lys Met Leu Ser Glu He Gin Glu 

317 65 70 75 80 

319 Tyr He Lys Lys Met Leu Ser Glu He Gin Leu Asp Lys Arg Lys His 

320 85 90 95 

322 Thr Gin Asn Val Asn Leu Asn Arg Lys Leu Ser Ala He Gin Thr Lys 

323 100 105 110 

325 Tyr Leu Tyr Glu Leu Arg Val Leu Lys Glu Lys Ser Lys Lys Glu Glu 

326 115 120 125 

328 Leu Thr Ser Lys Thr Lys Lys Glu Leu Asp Ala Ala Phe Glu Lys Phe 

329 130 135 140 

331 Lys Lys Glu Glu Pro Glu Leu Thr Lys Lys Leu Ala Glu Ala Lys Gin 

332 145 150 155 160 

334 Lys Ala Lys Ala Gin Lys Glu Glu Asp Phe Arg Asn Tyr Pro Thr Asn 

335 165 170 175 

337 Thr Tyr Lys Thr Leu Glu Leu Glu He Ala Glu Phe Asp Val Lys Val 

338 180 185 190 

340 Lys Glu Ala Glu Leu Glu Leu Val Lys Glu Glu Ala Lys Pro Arg Asn 

341 195 200 205 

343 Glu Glu Lys He Lys Gin Ala Lys Ala Lys Val Glu Ser Lys Lys Ala 

344 210 215 220 

346 Glu Ala Thr Arg Leu Glu Glu He Lys Thr Glu Arg Lys Lys Ala Glu 

347 225 230 235 240 

349 Glu Glu Ala Lys Arg Lys Ala Glu Glu Ser Glu Lys Lys Ala Ala Glu 

350 245 250 255 

3 52 Ala Lys Gin Lys Val Asp Thr Lys Glu Gin Gly Lys Pro Lys Arg Arg 
353 260 265 270 

355 Ala Lys Arg Gly Val Ser Gly Glu Leu Ala Thr Pro Asp Lys Lys Glu 

356 275 280 285 

358 Asn Asp Ala Lys Ser Ser Asp Ser Ser Val Gly Glu Glu Thr Leu Pro 

359 290 295 300 

361 Ser Pro Ser Leu Asn Ala Met Ala Asn Glu Ser Gin Thr Glu His Arg 

362 305 310 315 320 

364 Lys Asp Val Asp Glu Tyr He Lys Lys Met Leu Ser Glu He Gin Leu 

365 325 330 335 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY DATE: 03/2 7/2001 

PATENT APPLICATION: US/09/29 8 , 523B TIME: 10:47:52 

Input Set : A:\Brilesal.app 

Output Set: N:\CRP3\03272001\I298523B.raw 

L:1669 M:341 W: (46) "n" or "Xaa" used, for SEQ IDff:28 
L:4354 M:341 W: (46) "n" or "Xaa" used, for SEQ IDtt:71 
L:4492 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:74 
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